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Abstract

DrugMatrix® is a large toxicogenomic database with expression and
associated pathology data on over 630 compounds. Comprehensive mining
of these data using sparse linear programming (SPLP) supervised

Sparse Linear Programming Algorithm Produces
Simple Intuitive Metric for Interpretation

New ANIT Experiments Do Not Hit Existing
RU1 BDH and Fibrosis Signatures

Effects of Including Reread Data and Increasing
Stringency on Estimated Signature Performance
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Table 2: The SPLP bile duct hyperplasia predictive signature was run against the set
of validation compounds. True positive experiments with positive scalar product
scores are shown in red
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Table 4: The rederived ASPLP predictive BDH signature was run against the set of
validation compounds. True positive experiments with positive scalar product scores are
shown in red

Table 3: The SPLP bile duct hyperplasia diagnostic signature was run against the set of
validation compounds. True positive experlments with positive scalar product scores are

Table 1: Total BDH score was calculated for each experiment by obtaining the sum
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